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Patents and Trademarks 
Washington, D.C 20231 

Sir: 

This statement is to inform the United States of Patent and Trademark Office that 
Applicants and their representative have made a good faith effort in searching prior art 
relating to this invention. 

No prior art material to patentability of the present invention has been found. The 
closest information associated with the invention is disclosed in Figures 1 and 2 in the top 
BLAST search results. However, this information, by itself or in combination with other 
information, does not constitute a prima facie case of unpatentability of any of the 
pending claims. Thus, it does not defeat the novelty of the present invention and the 
actual underlying references for the top BLAST hits are not being provided. 
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BLAST SEARCH RESULT AGAINST GENESEQ AND NCH1 DATABASE C LOO 1 010 
BLAST!* 2.0.14 [ J un -29-2000 1 



Reference: Altschul, Stephen F., Thomas L Madden, Alejandro A. Schatfer, 
Jinghui Zhang. Zheng Zhang, Webb Miller, and David J. Lipman ( 1907). 
"(japped BLAST and PSI BLAST: a new generation of protein database search 
programs". Nucleic Acids Res. 25:3389-3402. 

Query- 1010 

(547 letters) 

Database: /vvork/eda3/blast/public/geneseqp_all fasta 
952.616 sequences; 143,563,330 total letters 

Searching done 

Score E 

Sequences producing significant alignments: (bits) Value 

CRA|222(X)0028404234 /dataset=GENESEQ /org=Homo sapiens /ta\on=9 . 
CRA|620(XH)5382<>345 /daiaset-GENESEQ /org=Homo sapiens /ta\.>n=% . 
CRA|224(X)003 1063269 /dataset=GENESEQ /org=Homo sapiens Aaxon=9 
CRA|3350(>1 1006368 10 /dataset=GENESEQ /org=Mus musculus Aa\on-l 
CRA|225(KKK) 12205891 /datasct=GENESEQ /org=Homo sapiens /taxon=9 
CRA|1 14(XXK)33857724 /datasct=GENESEQ /org=Homo sapiens /taxon=9 . 
CRA| 100068654 1029 /dataset=GENESEQ /org=Homo sapiens /taxon=960 
CRA|KKMX>0007609532 /dataset=GENESEQ /org=Homo sapiens /ta\on=9 
CRA| 100000004443923 /dataset=GENESEQ /org=Homo sapiens /taxon=9 
CRA|223O0O022883512 /dataset=GENESEQ /org=Homo sapiens /ta\on=9 
CRA|690(XX>3 1500 125 /dataset^GENESEQ /org-Rattus norvegicus /tax... 
CRA|830(>0042842453 /daiasct=GENESEQ /org=Homo sapiens /taxon=96. 
CRA|335001 098679353 /dataset=GENESEQ /org=Homo sapiens /ta\on=9 
CRA|335001 098679353 /dataset=GENESEQ /org=Homo sapiens /ta\on=*> 
CRA| 1 200M03987 1 355 /dataset=GENESEQ /org=Homo sapiens Aa\on=9 
CRA| 15 100001 1 202501 /dataset=GENESEQ /org=Homo sapiens /ta\on=9 
CRA|83000042842283 /dataset=GENESEQ /org=Homo sapiens /taxon=96 
CRA|320<)0235040766 /dataset=GENESEQ /org=Homo sapiens /ta.\on=*>6 
CRA|320(X)235040766 /dataset=GENESEQ /org=Homo sapiens /taxon=96 
CRA|335001 100643768 /dataset=GENESEQ /org=Homo sapiens /taxon=9 
CRA|335(X)1 100817861 /dataset=GENESEQ /org=Homo sapiens /taxon=9 
CRA|830<X)020236405 /dataset=GENESEQ /org=Homo sapiens /taxon=96 
CRA|83000020230405 /daiaset=GENESEQ /org=Homo sapiens /taxon=96 
CRA|335O011 00578907 /dataset=GENESEQ /org=Homo sapiens /taxon=9 
CRA|78()0020304(>689 /dataset=GENESEQ /org=Homo sapiens /taxon=96 
CRA|3200022595 1005 /dataset=GENESEQ /org=Homo sapiens /taxon=96 
CRA|83000042842250/dataset=GENESEQ /org=Homo sapiens /taxon=96 
CRA| 107000059070704 /dataset=GENESEQ /org=Homo sapiens /taxon=9 
CRA|76000053336837 /dataset=GENESEQ /org=Homo sapiens /taxon=96. 
CRA|76000053336837 /dataset=GENESEQ /org=Homo sapiens /taxon=96 
CRA|67(H)0131 174241 /dataset=GENESEQ /org=Homo sapiens Aaxon=% 
CR A|7800020226 1 234 /dataset=GENESEQ /org=Homo sapiens /taxon=96 
CRA|83000042842352 /dataset=GENESEQ /org=Homo sapiens /taxon=96 
CRA|830(XX)20236258 /dataset^GENESEQ /org=Homo sapiens /taxon=*>6 
CRA|83OOO020236258 /dataset=GENESEQ /org=Homo sapiens /ta\on=96 
CRA|830OOO20236258 /dataset=GENESEQ /org=Homo sapiens /taxon=% 
CRA|83000020236258 /dataset=G EN ES EQ /org=Homo sapiens /taxon=96 
CRA|83000020236258 /dataset=GENESEQ /org=Homo sapiens /taxon=06 
CRA|83()<)0020236258 /dataset=GENESEQ /org-Homo sapiens /taxon=%. 
CRA|6300008I707103 /dataset=GENESEQ /org=Homo sapiens /taxon=96 
CRA|224000006039019 /dataset=GENESEQ /org-Homo sapiens /ta\on=9 
CRA|33500 1 090929 105 /dataset=GENESEQ /org=Homo sapiens /taxon=9 
CRA|320(X)2 197 14253 /dataset=GENESEQ /org=Homo sapiens /taxon=96, 
CRA|320002 1 97 1 425 1 /dataset=GENESEQ /org=Homo sapiens /taxon=%. 
CRA|22200000821 1814 /dataset=GENESEQ /org=Homo sapiens /ta\on=9, 
CRA|32000219714249 /dataset=GENESEQ /org-Homo sapiens /taxon=96. 
CRA|335(X)l 101591478 /dataset=GENESEQ /org=Homo sapiens /ta\on=9. 
CRA|2220000l 2048254 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA|7 800020226 1444 /dataset=GENESEQ /org=Homo sapiens /taxon=96. 
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CRA|320(M)2 197 14098 /dataset-GENESEQ /org-Homo sapiens Aaxon-96... 137 2c-31 
CRA|320(X)2 197 14098 /dataset-GENESEQ /org-Homo sapiens Aaxon=96... 137 2e-31 
< 'RA|224000006039021 /dataset-GENESEQ /org-Homo sapiens Aa\on-9... 136 5e-3 1 
<'RA|320002 197 14153 /dataset-GENESEQ /org-Homo sapiens Aaxon=9o... 132 4e-30 
rRA|320002I97l4153 /dataset-GENESEQ /org-Homo sapiens Aaxon=96... 132 4e-30 
GRA|78000 168955907 /dataset-GENESEQ /org-Homo sapiens Aaxon-9o.,. 119 4e-26 
(/RA|2220000082 11057 /dataset-GENESEQ /org-Homo sapiens Aa\on-9 ... 92 9c- 18 
GRA| 1000745768055 /dataset-GENESEQ /org=Arabidopsis thaliana A... 92 le-17 
GR A|320002402278 1 1 /dataset-GENESEQ /org-Homo sapiens Aaxon-9o... 90 4c- 1 7 
GRA|53000014017185 /dataset-GENESEQ /org-Arabidopsis thaliana/... 87 2e-l6 
GRA|335001 1 002 17886 /dataset-GENESEQ /org-Homo sapiens Aa\on=9... 87 4e-16 
GRA|335001 100544155 /dataset-GENESEQ /org-Homo sapiens Aaxon=9... 87 4c- 16 
CRA|89OOOO0025358I /dataset-GENESEQ /org-Drosophi la melanogaste ... 82 le-14 
CRA|1 14000015363067 /dataset-GENESEQ /org-Arabidopsis thaliana ... 80 3c- 14 
<: RA|222000()3 ( »493691 /dataset-GENESEQ /org-Homo sapiens AaKon-9... 80 5e-14 
CRA|223(MK)02*>701 880 /dataset-GENESEQ /org-Homo sapiens Aau>n=<>... 79 9c- 14 
CRA|22300002*>701880 /dataset-GENESEQ /org-Mammalia Aaxon-40674... 79 9c- 14 
rRA|8300004()7251 20 /d;Uaset-GENESEQ /org-Homo sapiens /taxon=%... 79 9c- 14 
GRA|8300004()725 1 20 /dataset-GENESEQ /org-Homo sapiens Aaxon=%... 79 9c- 1 4 
GRA|22300002«»701878 /dataset-GENESEQ /org-Mammalia Aaxon-40674... 78 2e-13 
CRA|2230OO02<>7()1876 /dataset-GENESEQ /org- Mammalia Aaxon-40674... 78 2e-13 
CRA|22300O02 l >701 874 /dataset-GENESEQ /org-Mammalia Aaxon=40674... 78 2c- 13 
CRA| 1000001 10461813 /dataset-GENESEQ /org-Arabidopsis thaliana ... 77 3c- 13 
CRA|335(X)1 100365764 /dataset-GENESEQ /org-Arabidopsis thaliana ... 77 3e-13 
CRA|335(X)1 100365762 /dataset-GENESEQ /org-Arabidopsis thaliana ... 77 3c- 13 
CRA|335001 100365760 /dataset-GENESEQ /org-Arabidopsis thaliana ... 77 3c- 13 
CRA|335(X)109t>92()913 /datasct=GEN ES EQ /org-Arabidopsis thaliana ... 74 2c- 12 
CRA|33500109O92091 1 /dataset-GENESEQ /org-Arabidopsis thaliana ... 74 2e-12 
CRA|335(X)1 090920909 /dataset-GENESEQ /org-Arabidopsis thaliana ... 74 2e-12 
CRA|320002I9714151 /dataset-GENESEQ /org=Homo sapiens /taxon=96... 73 4e-12 
CR A|320(X)2 1971415 1 /dataset-GENESEQ /org-Homo sapiens Aaxon-96... 73 4e- 1 2 
CRA|224(XX)02 1 230039 /dataset-GENESEQ /org-Homo sapiens Aa\on-9... 71 2e-l 1 
CRA|760(XX)53333 1 15 /dataset=GENESEQ /org-Homo sapiens /taxon-96... 71 2e- 1 1 
CRA|224(XX)02 1230039 /dataset-GENESEQ /org-Homo sapiens Aaton-9... 71 2e-l 1 
CRA|320(X)2197 13522 /dataset-GENESEQ /org-Homo sapiens Aaxon-96... 71 2e-l 1 
CRA| 1 0300000 1537203 /dataset-GENESEQ /org-Arabidopsis thaliana ... 68 2e-10 

>CRA|222000028404234 /dataset-GENESEQ /org=Homo sapiens /taxon=9606 
/mol_typc=aa /date=05-NOV-02 /length-547 
/altid=derwent_ac|ABG30787 /altid=derwent_id|ABG30787 
/def-Human transporter protein /patent=US2002082191-Al 
/pat_section=Claim 
Length = 547 

Score = 1094 bits (2798), Expect = 0.0 

Identities = 547/547 (100%), Positives = 547/547 ( 100%) 

Query: 1 MDPMELRNVN1EPDDESSSGESAPDSYIR1GNSEKAAMSSQFANEDTESQKFLTNGFLGK 60 

MDPMELRNVNIEPDDESSSGESAPDSYIR1GNSEKAAMSSQFANEDTESQKFLTNGFLGK 
Sbjct: 1 MDPMELRNVN1EPDDESSSGESAPDSY1RIGNSEKAAMSSQFANEDTESQKFLTNGFLGK 60 

Query: 61 KKLADYADEHHPGTTSFGMSSFNLSNAIMGSGILG LSYAMAYTGVILFI1MLLAVAILSL 120 

KKLADYADEHHPGTTSFGMSSFNLSNAIMGSG1LGLSYAMAYTGV1LFIIMLLAVAILSL 
Sbjct: 61 KKLADYADEHHPGTTSFGMSSFNLSNA1MGSG1LGLSYAMAYTGVILF1IMLLAVA1LSL 120 

Query: 121 YSVHLLLKTAKEGGSLIYEKLGEKAFGWPGKIGAFVSITMQN1GAMSSYLFI1KYELPEV 180 

YSVHLLLKTAKEGGSLIYEKLGEKAFGWPGK1GAFVSITMQNIGAMSSYLFI1KYELPEV 
Sbjct: 121 YSVHLLLKTAKEGGSLIYEKLGEKAFGWPGKIGAFVSITMQN1GAMSSYLF1IKYELPEV 180 

Query: 181 IRAFMGLEENTGEWYLNGNYLI1FVSVGI1LPLSLLKNLGYLGYTSGFSLTCMVFFVSVV 240 

IRAFMGLEENTGEWYLNGNYLIIFVSVG1ILPLSLLKNLGYLGYTSGFSLTCMVFFVSVV 
Sbjct: 181 IRAFMGLEENTGEWYLNGNYLIIFVSVGI1LPLSLLKNLGYLGYTSGFSLTCMVFFVSVV 240 

Query: 241 IYKKFQ1PCPLPVLDHSVGNLSFNNTLPMHVVMLPNNSESSDVNFMMDYTHRNPAGLDEN 300 

1YKKFQIPCPLPVLDHSVGNLSFNNTLPMHVVMLPNNSESSDVNFMMDYTHRNPAGLDEN 
Sbjct: 241 1YKKFQIPCPLPVLDHSVGNLSFNNTLPMHVVMLPNNSESSDVNFMMDYTHRNPAGLDEN 300 

Query: 301 QAKGSLHDSGVEYEAHSDDKCEPKYFVFNSRTAYA1P1LVFAFVCHPEVLPIYSELKDRS 360 

QAKGSLHDSGVEYEAHSDDKCEPKYFVFNSRTAYAIPILV FAFVCHPEVLP1YSELKDRS 
Sbjct: 301 QAKGSLHDSGVEYEAHSDDKCEPKYFVFNSRTAYA1P1LV FAFVCHPEVLPIYSELKDRS 360 




Query: 361 RRKMQT\^SN1S1TGMLVMYLLAALFGYLTFYGEVEDELLHAYSKV YTLD1PLLMVRLAVL 420 

RR KMQT V S N IS IT( iM LVM Y LL A A LFG Y LTF Y G E V E DE LLH A Y S K V YTLI ) 1 PLLM \' R LA V L 
Sbjct: 361 RRKMQTVSNISITGMLVMYLLAALF(iYLTFY(;EVEDELLHAYSKVYTLDII > LL\lVRLAVL42() 

Query: 421 VAVTQ TVIMVLFP1RTSV1TLLFPKRPFSW1RHFLIAAVLIALNN VLV ILVPTIKY 1FGF 4H0 

V A V TQT V P 1 V L FP I RTS V ITLLF P K R PFS W I R H FL 1 A A V L I A LN N V L V 1 L V PT1 K Y I FG F 
Sbjct: 421 VAVTQTVPIVLFPIRTSVITLLFPKRPFSWIRHFLIAAVLlALNNVLVlLVI ) TlKYlF ; (iF 480 

Query: 481 IGASSATMLIFILPAVFYLKLVKKETFRSI'QKVGALIFLV VCHFFMIGSM ALIIIDWIYD 540 

1GASSATMLIF1LPAVFYLKLVKKETFRSPQKVGALIFLVVG1FFMIGSMAL1IIDWIYD 
Sbjct: 481 IGASSATMLlFILPAVFYLKLVKKETFRSPQKVGALIFLVV(ilFFMlGSMALIlll)WIYI)540 

Query: 541 PPNSKHH 547 

PPNSKHH 
Sbjct: 541 PPNSKHH 547 



>CRA|620O0O53826345 /dataset=GENESEQ /org=Homo sapiens /taxon=%06 
/rnol_type=aa /date=O8-APR-02 /length=547 
/altid=derwent_ac|ABB08219/altid=derwenUd|ABB08219 
/def=Human membrane transporter protein 58289 
/patcnt= WO200 1 90 1 46- A2 /pat_section=Claim 
Length = 547 

Score = 1084 bits (2774), Expect = 0.0 

Identities = 543/547 (99%), Positives = 544/547 (99%) 

Query: 1 MDPMELRNVNIEPDDESSSGESAPDSYIRIGNSEKAAMSSQFANEDTESQKFLTNGFLGK 60 

M DPM ELRN VNIEPDDESSSGES APDS Y I IGNSEKAAMSSQFANEDTESQKFLTNGFLGK 
Sbjct: 1 MDPMELRNVN1EPDDESSSGESAPDSY1G1GNSEKAAMSSQFANEDTESQKFLTNGFLGK 60 

Query: 61 KKLADYADEHHPGTTSFGMSSFNLSNAIMGSGILG LSYAMAYTGVILFI1MLLAVAILSL 120 

KKLADYADEHHPGTTSFGMSSFNLSNAIMGSG1LGLSYAMA TG+ILFIIMLLAV AILSL 
Sbjct: 61 KKLADYADEHHPGTTSFGMSSFNLSNAIMGSGILG LS Y AM ANTGIILFIIMLLAV AILSL 120 

Query: 121 YSVHLLLKTAKEGGSL1YEKLGEKAFGWPGKIGAFVSITMQN1GAMSSYLF11KYELPEV 180 

YSVHLLLKTAKEGGSLIYEKLGEKAFGWPGK1GAFVSITMQN1GAMSSYLFI1KYELPEV 
Sbjct: 121 YSVHLLLKTAKEGGSL1YEKLGEKAFGWPGKIGAFVSITMQN1GAMSSYLFIIKYELPEV 180 

Query: 181 IRAFMGLEENTGEWYLNGNYL1IFVSVGIILPLSLLKNLGYLGYTSGFSLTCMVFFVSVV 240 

IRAFMGLEENTGEWYLNGNYL11FVSVGI1LPLSLLKNLGYLGYTSGFSLTCMVFFVSVV 
Sbjct: 181 IRAFMGLEENTGEWYLNGNYLIIFVSVGIILPLSLLKNLGYLGYTSGFSLTCMVFFVSVV 240 

Query: 241 IYKKFQIPCPLPVLDHSVGNLSFNNTLPMHVVMLPNNSESSDVNFMMDYTHRNPAGLDEN 300 

1YKKFQIPCPLPVLDHSVGNLSFNNTLPMHVVMLPNNSESSDVNFMMDYTHRNPAGLDEN 
Sbjct: 241 1YKKFQIPCPLPVLDHSVGNLSFNNTLPMHVVMLPNNSESSDVNFMMDYTHRNPAGLDEN 300 

Query: 301 QAKGSLHDSGVEYEAHSDDKCEPKYFVFNSRTAYAIPILVFAFVCHPEVLPIYSELKDRS 360 

QAKGSLHDSGVEYEAHSDDKCEPKYFVFNSRTAYAIPILVFAFVCHPEVLPIYSELKDRS 
Sbjct: 301 QAKGSLHDSGVEYEAHSDDKCEPKYFVFNSRTAYAIPILVFAFVCHPEVLPIYSELKDRS 360 

Query: 361 RRKMQTVSNISITGMLVMYLLAALFGYLTFYGEVEDELLHAYSKVYTLD1PLLMVRLAVL 420 

RRKMQTVSNISITGMLVMYLLAALFGYLTFYGEVEDELLHAYSKVYTLDIPLLMVRLAVL 
Sbjct: 361 RRKMQTVSNISITGMLVMYLLAALFGYLTFYGEVEDELLHAYSKVYTLDIPLLMVRLAVL 420 

Query: 421 VAVTQTVPIVLFPIRTSVITLLFPKRPFSWIRHFLIAAVLIALNNVLV1LVPT1KYIFGF 480 

VAVT TVPIVLFPIRTSVITLLFPKRPFSWIRHFLIAAVL1ALNNVLV ILVPTIKY 1FGF 
Sbjct: 421 VAVTLTVPIVLFPIRTSVITLLFPKRPFSWIRHFLIAAVL1ALNNVLVILVPT1KY1FGF 480 

Query: 481 IGASSATML1F1LPAVFYLKLVKKETFRSPQKVGALIFLVVGIFFM1GSMALI1IDWIYD 540 

IGASSATML1F1LPAVFYLKLVKKETFRSPQKVGALIFLVVGIFFMIGSMALI1IDWIYD 
Sbjct: 481 IGASSATMLIFILPAVFYLKLVKKETFRSPQKVGALIFLVVGIFFM1GSMALIUDW1YD 540 

Query: 541 PPNSKHH 547 

PPNSKHH 
Sbjct: 541 PPNSKHH 547 



>CRA|22400003 1063269 /dataset=GENESEQ /org=Homo sapiens /taxon=9606 




/mol_type=aa /date=27 JAN-03 /length=546 
/a]tid=dcrwcnt_ac|ABI^(X)58/altid=dcrwt.-nt..id|ABP7(X)58 
/del-Human NOV3a /patent=WO2()027277 1 -A2 
/pat_scctit>n=Claim 
Length = 546 

Score = 1076 hits (275 ! ). Expect = ().() 

Identities = 540/547 (98%), Positives - 543/547 (98%). Gaps = 1/547 (Q7< ) 

Query: 1 MDPMELRNVN1EPDDESSSGESAPDSYIRIGNSEKAAMSSQFANEDTESQKFLTNGFLGK 60 

MDPMELRNVN1EPDDESSSGE-SAPDSYI IGNSEKAAMS QFANEDTESQKFLTNGFLGK 
Sbjct: 1 MDPMELRNVNIEPDDESSSGESAPDSYlGIGNSEKAAMS-QFANEDTESQKFLTNCiFLGK 59 

Query: 61 KKLADY ADEHHPGTTSFGMSSFNLSNA1MGSGILGLSYAMAYTGVILFI1MLLAV AILSL 120 

KK L A I) Y A DEH H PGTTS FG M SS FN LS N A 1M GSG I LG LS Y A M A TG+ 1 LF+ 1 M LL A V A 1 LS L 
Sbjct: 60 KKLADY ADEHHPGTTS FGMSSFNLSN A1MGSGILGLSY AM ANTG11LFMIMLLAV AILSL I 19 

Query: 121 YSVHLLLKTAKEGGSLIYHKLGEKAFGWPGKIGAFVSITMQNIGAMSSYLF1IKYELPEV 180 

YSVHLLLKTAKEGGSL1YEKLXJEKAFGWPGK1GAFVSITMQN1GAMSSYLFI1KYELPEV 
Sbjct: 120 YSVHLLLKTAKEGGSLIYEKLGEKAFGWPGK1GAFVSITMQNIGAMSSYLF11KYELPEV 179 

Query: 181 1RAFMGLEENTGEWYLNGNYL1IFVSVGI1LPLSLLKNLG YLGYTSGFSLTCMVFFVSVV 240 

1RAFMGLEENTGEWYLNGNYLI1FVSVGIILPLSLLKNLG YLGYTSGFSLTCMVFFVSVV 
Sbjct: 180 IRAFMGLEENTGEWYLNGN Y LI IFVSVGIILPLSLLKNLG YLGYTSGFSLTCMVFFVSVV 239 

Query: 241 IYKKFQ1PCPLPVLDHSVGNLSFNNTLPMHVVMLPNNSESSDVNFMMDYTHRNPAGLDEN 300 

1YKKFQIPCPLPVLDHSVGNLSFNNTLPMHVVMLPNNSESSDVNFMMDYTHRNPAGLDEN 
Sbjct: 240 IYKKFQ1PCPLPVLDHSVGNLSFNNTLPMHVVMLPNNSESSDVNFMMDYTHRNPAGLDEN 299 

Query: 301 QAKGSLHDSGVEYEAHSDDKCEPKYFVFNSRTAYAIPILVFAFVCHPEVLP1YSELKDRS 360 

QAKGSLHDSGVEYEAHSDDKCEPKYFVFNSRTAYA1PILVFAFVCHPEVLPIYSELK+RS 
Sbjct 300 QAKGSLHDSGVEYEAHSDDKCEPKYFVFNSRTAYA1PILVFAFVCHPEVLP1YSELKERS 359 

Query 361 RRKMQTVSNISITGMLVMYLLAALFGYLTFYGEVEDELLHAYSKVYTLDIPLLMVRLAVL 420 

RRKMQTVSNISITGMLVMYLLAALFGYLTFYGEVEDELLHAYSKVYTLDIPLLMVRLAVL 
Sbjct 360 RRKMQTVSN1SITGMLVMYLLAALFGYLTFYGEVEDELLHAYSKVYTLDIPLLMVRLAVL 419 

Query 421 VAVTQTVPIVLFP1RTSVITLLFPKRPFSWIRHFLIAAVLIALNNVLVILVPTIKY1FGF 480 

VAVT TVP1VLFPIRTSVITLLFPKRPFSWIRHFL1AAVLIALNNVLVILVPTIKY1FGF 
Sbjct 420 VAVTLTVP1VLFPIRTSVITLLFPKRPFSWIRHFLIAAVLIALNNVLVILVPT1KYIFGF 479 

Query 481 IGASSATMLIFILPAVFYLKLVKK£TFRSPQKVGALIFLVVGIFFMIGSMAL1IIDWIYD 540 

IGASSATMLIFILPAVFYLKLVKKETFRSPQKVGALIFLVVGIFFM IGSMAL11IDWIYD 
Sbjct 480 IGASSATMLIFILPAVFYLKLVKKETFRSPQKVGAL1FLVVGIFFMIGSMAL11IDWIYD 539 

Query 541 PPNSKHH 547 

PPNSKHH 
Sbjct 540 PPNSKHH 546 



BLASTP 2.0.14 [Jun-29-2000] 



Reference: Altschul, Stephen F., Thomas L Madden, Alejandro A. Schaffer, 
Jinghui Zhang, Zheng Zhang, Webb Miller, and David J. Lipman (1997), 
"Gapped BLAST and PSI-BLAST: a new generation of protein database search 
programs", Nucleic Acids Res. 25:3389-3402. 

Query= 1010 

(547 letters) 

Database: /work/eda/blast/public/pataa.fasta 

1 19.338 sequences; 19.610,776 total letters 

Searching done 

Score E 

Sequences producing significant alignments: (bits) Value 



CRA|22500004 1386503 /altid=gi|I8098153 /def-emb|CAD2(>438. 1 1 unn... 1084 0.0 




C , RA|225tKK)0413395H t )/altid=gi|19ir>Wl^/dct=cnih|CAl)26771.I| unn... 476 e-134 
CRA|2230(XXU9358236/altid=gi|252(>l 101 /dd=emb|CAI)57229. 1| unn ... 427 e-1 19 

>C , RA|225()(XK)4 1 386503 /altid=gi| 1 8098 1 53 /def=emb|CAD20438.1| unnamed 
protein product [Homo sapiens | /org=Homo sapiens 
/taxon=9o()6 /div=PRI /dataset-^pataa /length=547 
Length = 547 

Score = 1084 bits (2774), Expect - 0 0 

Identities - 543/547 (99%), Positives = 544/547 (99%) 

Query: 1 MDPMELRNVNIEPDDESSSGESAPDSYIRIGNSEKAAMSSQFANEDTESQKFLTNGFLGK 60 

MDPMELRNVNIEPDDESSSGESAPDSY1 1( iNSEKAAMSSQFANEDTESQKFLTNGFLGK 
Sbjct: 1 MI)PMELRNVN]EPDDESSS(iESAPDSYIGlGNSEKAAMSSQFANEDTESQKFLTNGFL(iK6() 

Query: 61 KKLADYADEHHPGTTSR iMSSFNLSNAlMGSGILGLSYAMAYTGVILFIIMLLAVAlLSL 120 

KKLADYADEHHPGTTSFGMNSFNLSN A1MGSGILGLSYAMA TG+1LF11MLLAVAILSL 
Sbjct: 61 KKLADYADEHHPGn\SFGMSSFNLSNAIMGSGlLGLSYAMANTGlILFllMLLAVAlLSL 120 

Query: 121 YSVHLLLKTAKEGGSL1YEKLGEKAFGWPGKIGAFVS1TMQNIGAMSSYLFIIKYELPEV 180 

YSVHLLLKTAKEGGSLIYEKLGEKAFGWPGKIGAFVSITMQNIGAMSSYLFIIKYELPEV 
Sbjct: 121 YSVHLLLKTAKEGGSL1YEKLGEKAFGWPGKIGAFVS1TMQNIGAMSSYLFI1KYELPEV 180 

Query: 181 IRAFMGLEENTGEWYLNGN YLIIFVSVGI1LPLSLLKNLG YLGYTSGFSLTCMVFFVSVV 240 

IRAFMGLEENTGEWYLNGNYLIIFVSVGIILPLSLLKNLGYLGYTSGFSLTCMVFFVSVV 
Sbjct: 181 IRAFMGLEENTGEWYLNGN YLIIFVSVGULPLSLLKNLG YLGYTSGFSLTCMVFFVSVV 240 

Query: 241 IYKKFQ1PCPLPVLDHSVGNLSFNNTLPMHVVMLPNNSESSDVNFMMDYTHRNPAGLDEN 300 

IYKKFQIPCPLPVLDHSVGNLSFNNTLPMHVVMLPNNSESSDVNFMMDYTHRNPAGLDEN 
Sbjct 241 IYKKFQIPCPLPVLDHSVGNLSFNNTLPMHVVMLPNNSESSDVNFMMDYTHRNPAGLDEN 300 

Query: 301 QAKGSLHDSGVEYEAHSDDKCEPKYFVFNSRTAYA1PILVFAFVCHPEVLPIYSELKDRS 360 

QAKGSLHDSGVEYEAHSDOKCEPKYFVFNSRTAYAIPILVFAFVCHPEVLP1YSELKDRS 
Sbjct 301 QAKGSLHDSGVEYEAHSDDKCEPKYFVFNSRTAYA1PILVFAFVCHPEVLP1YSELKDRS 360 

Query 361 RRKMQTVSN1SITGMLVMYLLAALFGYLTFYGEVEDELLHAYSKVYTLDIPLLMVRLAVL 420 

RRKMQTVSNIS1TGMLVMYLLAALFGYLTFYGEVEDELLHAYSKVYTLDIPLLMVRLAVL 
Sbjct 361 RRKMQTVSN1SITGMLVMYLLAALFGYLTFYGEVEDELLHAYSKVYTLD1PLLMVRLAVL420 

Query 421 VAVTQTVPrVLFPIRTSVITLLFPKRPFSWIRHFLIAAVLlALNNVLVILVPTIKYIFGF 480 

VAVTTVPIVLFPIRTSVITLLFPKRPFSW1RHFLIAAVLIALNNVLVILVPTIKYIFGF 
Sbjct 421 VAVTLTVPIVLFPIRTSV1TLLFPKRPFSWIRHFL1AAVLIALNNVLV1LVPTIKYIFGF 480 

Query 481 IGASSATMLIFILPAVFYLKLVKKETFRSPQKVGALIFLVVG1FFMIGSMALIIIDWIYD 540 

IGASSATMLIF1LPAVFYLKLVKKETFRSPQKVGALIFLVVG1FFMIGSMAL1IIDWIYD 
Sbjct 481 1GASSATML1F1LPAVFYLKLVKKETFRSPQKVGALIFLVVGIFFMIGSMALIIIDWIYD 540 

Query 541 PPNSKHH 547 

PPNSKHH 
Sbjct 541 PPNSKHH 547 



>CR A|2250O0O4 1 3395 89 /altid=gi 1 1 9 1 699 1 9 /def =emb|C AD2677 1. 1 1 unnamed 
protein product [Homo sapiens] /org=Homo sapiens 
/taxon=9606 /div=PRI /dataset=pataa /length=487 
Ungth = 487 

Score = 476 bits (1212), Expect = e- 1 34 

Identities = 258/543 (47%), Positives = 350/543 (63%), Gaps = 67/543 (12%) 

Query 5 ELRNVN1EPDDESSSGESAPDSYIRIGNSEKAAMSSQFANEDTESQKFLTNGFLGKKKLA 64 

EL+N+ + P+D-m- S +S + + + N + ++S+F + D ES++ LTN L KKK 
Sbjct. 12 ELQNMTV-PEDDN1SNDS--NDFTEVENGQ— INSKF1S-DRESRRSLTNSHLEKKK- 62 

Query. 65 DYADEHHPGTTSFGMSSFNLSNAIMGSGILG LSYAMAYTGV1LFI1MLLAVA1LSLYSVH 124 

DE+HPGTTSFGMS FNLSNA1+GSGILGLSYAMA TG+ LF+++L +V +LS+YS++ 
Sbjct: 63 -CDEYHPGTTSFGMSVFNLSNA1VGSG1LGLSYAMANTG1ALFMVLLTSVTLLSIYS1N 120 

Query: 125 LLLKTAKEGGSL1YEKLGEKAFGWPGK1GAFVSITMQN1GAMSSYLF11KYELPEV1RAF 184 
LLL +KE G ++YEKLGE+ FG GK F + ++QN GAM SYLF1+K ELP 1+ 




Sbjct: 121 LLLICSKETGCMVYEKLGEQVFGTTGKFVIFGATSLQNTGAM LSYLF1VKNELPSAIKFL 180 

Query: 185 MGLEENTGEWYLNGN YLNFVSVGI1LPLSLLKNLGYLG YTSGFSLTCM VFFVSVVIYKK 244 

M(i EE WY++G L++ V+ GIILPL LLKNLGYLGYTSGFSL+CMVFF+ VVIYKK 
Sbjct: 181 M(iKEETFSAWYVDCmVLVVlVTFG[[LI > LC , LLKNLC;YL(;YTS(;FSLSCMVFFLIVVIYKK240 

Query: 245 FQII > ( , l > Ll , VLDHSVGNLSFNNTLl > MHVVMLI > NNSESSL)VNFMMDYTtlRNPA( 1 .LI)ENQAKCi 304 

FQ1PC+PL+++ NS++I) 
Sbjct: 241 FQIPC1VPELNST1S ANSTNADT 263 

Query: 305 SLH DSGVEYEAHSDDKCEPKYFVFNSRTAYAIPILVFAFVCHPEVLPIYSELKDRSRRKM 364 

C PKY FNS+T YA+P + FAFVCHP VLPIYSELKDRS-f+KM 
Sbjct: 264 ( TPKYVTFNSKTVYALI^TIAFAFVC HPSVLPIYSELKDRSQKKM 307 

Query: 365 QTVSN1SITGMLVM YLLAALFGYLTFYGEVEDELLHAYSKV YTLDIPLLMVRLAVLVAVT 424 

QVSNIS M VMY LA+FGYLTFY V++LLH Y Dl +L VRLAV+VAV 
Sbjct: 308 QMVSNISFFAMFVMYFLTA1FGYLTFYDNVQSDLLHKYQS-KDD1L1LTVRLAV1VAVI 365 

Query: 425 QTVPIVLFPlRTSVITLLFPKRPFSWIRHFLIAAVLIALNNVLVlLVrriKYlFGFIGAS 484 

TVP++ F+R+S+ L K F+ RH ++ +L+ + N+LV1 +P++K IFG +G + 
Sbjct: 366 LTVPVLFFTVRSSLFELA-KK TKFNLCRHTVVTC1LLVVINLLV1FIPSMKDIFGV VGVT 424 

Query: 485 SATML1FILPAVFYLKLVKKETFRSPQKVGAL1FLVVG1FFM1GSMALI1IDW1YDPPNS 544 

SA ML1FILP+ YLK+ ++ + Q++ A +FL+G+ F + S+ L+l DW + 
Sbjct: 425 SANMLIFILPSSLYLKITDQLXJDKGTQRIWAALFLGLGVLFSLVSIPLV1YDWACSSSSD 484 

Query: 545 KHH 547 
+ H 

Sbjct: 485 EGH 487 



